CLAIM AMENDMENTS 



Claims 1 to 27 (canceled) 

Claim 28 (Currently Amended) 

An isolated nucleic acid sp e cific to mycobacteri a— -eS 
M . tuberculosis complex having a nucleotide sequence 
selected from the group consisting of SEQ ID No: 1, SEQ ID 
No: 2, the complement of SEQ ID No: 1, and the complement 
of SEQ ID No: 2. 

Claim 29 (Currently Amended) 

An isolated nucleic acid specific to mycobacteria of 
M. tuberculosis e empi^m— having a nucleotide sequence 
selected from the group consisting of SEQ ID No: 1 and the 
complement of SEQ ID No: 1. 

Claim 30 (Currently Amended) 

An isolated nucleic acid speci fic to mycob -aetre-ri- a of 
M . tub e rcul o sis comple x which mycobact e ria is — di ffer e nt from 
BCC, — whereas said nucleic acid h a-s having a nucleotide 
sequence selected from the group consisting of SEQ ID No: 2 
and the complement of SEQ ID No: 2. 
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Claim 31 (Previously Presented) 

A cloning or expression vector containing a nucleic 
acid sequence selected from the group consisting of SEQ ID 
No: 1, SEQ ID No: 2, the complement of SEQ ID No: 1, and 
the complement of SEQ ID No: 2. 

Claim 32 (previously presented) 

A vector of claim 31 which is a plasmid selected from 
the group consisting of pRegX3Bcl and pRegX3Mtl deposited 
at CNCM under Nos . 1-1765 and 1-1766, respectively. 

Claim 33 (Canceled) 

Claim. 34 (Previously Presented) 

A nucleotide probe or nucleotide primer comprising 24 
consecutive nucleotides selected from a sequence selected 
from the group consisting of SEQ ID No:l, SEQ ID No: 2, the 
complement of SEQ ID No: 1, and the complement of SEQ ID 
No: 2. 

Claim 35 (Currently Amended) 

A nucleotide probe or nucl eo tide primer that 
hybridizes at 68 °C in a 5xSSC hybridization b uf-fe r with efte 
e-£— the s e quences comprising a sequence selected from the 
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group consisting of sequence SEQ ID No: lj_ -ex— the 
complement of SEQ ID No: 1^ er— their corresponding RNA 
sequences and their corresponding gene [s] 7 — and that 
c o ntains a maximum of 21 b a s e- pairs . 

Claim 36 (Currently Amended) 

A nucleotide probe or nucleotid e— prira - er tha ^ 

hybridizes ate 68 °C in a 5xSS €- h y bridizati o n buffer with on 

e? f t h e— s-eq-ue-n-ee-s- having a sequence comprising two 
successive sequences SEQ ID No: 1 followed by a sequence 
SEQ ID No: 2 e^c— fe heir corrcs f»ottdirfl^— RNA-^e^eftees— & r thcip 
corresponding gene, — and that contains a maximum of 21 base 
Pairs. 

Claim 37 (Currently Amended) 

A nucleotide probe f-a r det e ction of sp e cific s e qu e nc e , 

ef- nuclcie -a^ir^^^^-v-te^bereu loais complex other than BCG 

wherein said pre be— that_ consists of 21 base pairs having a 
sequence of a region of sequence SEQ ID No: 2 comprising 
the GAG codon in positions 4 0 to 42 or the complement of 
said region. 

Claim 38 (Currently Amended) 
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A nucleotide probe #e^ ? detection of -sfHe cif ic sequences 
of nucleic acids of M. -Ir ubcrculoois complex other than BCG 
comprising a sequence composed of nucleotides in positions 
31 to 51 of SEQ ID No: 2 or the complement of said 
sequence . 

Claim 39 (Canceled) 

Claim 40 (Currently Amended) 

A nucleotide probe of claim 37 comprising the sequence 
SEQ ID No: 2 or the complement of SEQ ID No: 2. 

Claim 41 (Currently Amended) 

A nucleotide probe o r nucleotide p rimer that 
hybridizes a t— in a 5xSSC hybri di za t ion buffer w ith 
labeled by digoxygenin comprising one of the sequences 
selected from the group consisting of SEQ ID No: 1, SEQ ID 
No: 2, the complement of SEQ ID No: 1, and the complement 

of SEQ ID No: 2, their corresponding RNA sequences-e-r and 

their corresponding gene [ s ] 7 — and th at:- e on tamo a maximum 
of 21 b a-s-e - pairs, — whic h is - -la bel e d by dioxyg e ni n . 

Claim 42 (Canceled) 
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Claim 43 (Canceled) 



Claim 4 4 (Currently Amended) 

A nucleotide primer pair of claim 42 comprising £h-e a 
pair of primers 5' GCGCGAGAGCCCGAACTGC3 ' (SEQ ID No: 4) and 
5' GCGCAGCAGAAACGTCAGC3' (SEQ ID No: 5). 

Claims 45 and 46 (canceled) 

Claim 47 (Currently Amended) 

A method of detecting a mycobacteria stain strain of 
M. tuberculosis complex in a biological sample comprising 

(1) contacting the biological sample to a pair of primers 
5' GCGCGAGAGCCCGAACTGC3' (SEQ ID No: 4) and 

5' GCGCAGCAGAAACGTCAGC3' (SEQ ID No: 5) wherein one prim er- 
compris e s the nucl e otid e s e quence of s eg-ue-n- ccs adjacent to 
th e sc nX3 rcgX3 r e gion in. the 3' o f scnX3 - -r egion and the 
other primer comprises the nucleotide sequence of sequences 
adjacent to th e s o nX3 - r e g X 3 reg i o n in the — 5- — e- f regX3 
i^e gion under conditions to effect hybridization of the 
primers to a nucleoside sequence th e specific nucleic 
aeiets- of mycobacteria strains of M. tuberculosis complex; 

(2) effecting amplification of the said nucleotide sequence 
nucleic acids ; 
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(3) contacting the biological sample containing said 
nucleotide seguences amplified from step (2) with a 
nucleotide probe that hybr i dizes at 68 °C in a 5xSSC 
hyb ridization b uffe r with - one of the s equ ence 5 that 
comp r ises a sequence -s-e-le ctcd from th -e— g^ oup consisting of 
SEQ ID No: 1, or sequence SEQ ID No: 2, or the complement 
of SEQ ID No: 1, or and the complement of SEQ ID No: 2, or 
one of their corresponding RNA sequences or one of their 
corresponding gene [s], or a sequence of two successive 
sequence of SEQ ID No: 1 followed by SEQ ID No: 2 , a md tha t 
een-E-airR-s-- a maximum o f 2 -1 - base pairs under conditions for 
formation of hybridization complexes between— the said probe 
and said nucleotide sequences amplified sequences from step 

(2) of nucleic acid s-; and 

(4) detecting if any hybridization complexes are present, 
which complexes indicate the a presence of a mycobacteria 
strain of M. tuberculosis complex. 

Claim 48 (Canceled) 

Claim 4 9 (Currently Amended) 

The method of claim 4 7 wherein the nucleotide probe 
comprises a region of SEQ ID No: — 2 comprising th e— GAG codon 
■ift— positions 4C to 42 or the complement of said region a 
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sequence comp osed o f nucleotides in positions 31 to 51 of 
5EQ ID No: 2 or the complement of said sequence . 

Claim 50 (previously presented) 

The method of claim 4 9 effected upon immunodef icient 
humans to differentiate an infection by BCG from an 
infection by a virulent mycobacterium of M. tuberculosis 
complex . 

Claim 51 (previously presented) 

The method of claim 50 wherein the human is infected 
with HIV. 

Claim 52 (Currently Amended) 

A method of identifying groups of mycobacteria 
belonging to a M. tuberculosis complex comprising 

(1) contacting the a DNA of previously extracted 
strains of the M. tuberculosis complex with a nucleotide 
primer pair comprising a pair of primers 
5' GCGCGAGAGCCCGAACTGC3 ' (SEQ ID No: 4) and 
5 ' GCGCAGCAGAAACGTCAGC3 ' (SEQ ID No: 5) of claims 
under conditions permitting a specific hybridization of the 
primers respectively 56 base pairs upstream and 62 base 
pairs downstream of with one of the sequenced of claim 28 
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a sequence selected from the group consisting of SEQ ID No: 
1, SEQ ID No: 2, the complement of SEQ ID No: 1 and the 
complem ent o f SEQ ID No: 2, to obtain amplification 
products and 

(2) measuring the a length of the amplification 
products obtained from step (1) . 

Claim 53 (Canceled) 

Claim 54 (Currently Amended) 

A kit for in vitro identification of strains of 
mycobacteria of a the M. tuberculosis complex in a 
biological sample comprising -f3r-) — a primer pair for 
amplification o f a sp e cific nucl e otid e s e qu e nce of 
my cobact e ri a of M. — tu b e rcu lo s i s complex, — one primer 

eon-s-i-s ting of the nucleotid e s e quence of seq uences adjaccn b 

t o the s e nX3 - re g X3 region in the 3 f of scnX 3— region and th e 
other pr i m er con sisting of the nucleotid e sequence of 
sequences adjacent to the scR -X-3 -rcgX3 region -i- n the 5' — e-f- 
rcgX3 r e gion a pair of primers 5 ' GCGCGAGAGCCCGAACTGC3 ' (SEQ 
ID No: 4) and 5' GCGCAGCAGAAACGTCAGC3 , (SEQ ID No: 5) . 

Claim 55 (Currently Amended) 
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A method of detection and of differential diagnosis of 
BCG and the members of M. tuberculosis complex in a 
biological sample comprising: 

(1) contacting the biological sample to a nucleotide 
primer pair comprising a pair of primers 

5/ GCGCGAGAGCCC GAACTGC3' (SEQ ID No: A) and 

5 ' GCGCAGCAGAAACGTCAGC3 ' (SEQ ID No: 5) for amplification of 
a specific nucleotide sequence of mycobacteria of M. 
tuberculosis complex, on e pr imer— comp rising th e nucleotid e 
s e qu e nce of sequences adj acc fHi---t-e-^fehe— s c nX3-rcgX3 region i n 
the 3' — of s e nX3 regi o n and — the— e^t^^^4ffle^—eeffl^jri ^4^ th e 
nucleotide sequence of sequences adjacent to the scnX3 ■ 
rcgX3 region in the — 5^ — of rcgX3 region under conditions to 
effect hybridization of the primers to said nucleotide 
sequence —t h e specific nucl e ic acids of mycobacteria 
strains of M. tuberculosis complex; 

(2) effecting amplification of the said nucleotide 
sequence nucl e ic acids ; 

(3) contacting the biological sample containing Sdie 
nucleotide sequence amplified from step (2) with a 
nucleotide probe of two successive sequences SEQ ID No: 1 
followed by a sequence SEQ ID No: 2 under conditions for 
formation of hybridization complexes between the said probe 
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and said nucleotide amplified sequences amplified from step 
(2) of nucleic acids ; 

(4) detecting any first hybridization complexes 
present; and 

(5) determining if said first hybridization complexes 
are also capable of forming second hybridization complexes 
with a nucleotide probe for detection of specific sequences 
of nucleic acids of M. tuberculosis complex other than BCG 

comprising a r^e-gi-ef i of s ega ence SE ~Q-~1-B Nch — 2 -com prising the 

GAC -eedef i in positions — 4-G — ee — 4-2- s e qu e n ce composed of 
nucleotides in po sitions 31 to 51 of SEQ ID No: 2, or the 
complement of said sequence region, the a presence of said 
second hybridization complexes being indicative of the a 
presence of a M. tuberculosis strain different from BCG and 
the a presence of said first hybridization complexes 
uniquely being indicative of the BCG. 
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